produce a reservoir pool of the pathogen. Increasing age and underlying co-morbidities increase the risk of acquiring CDI. Among the underlying co-morbidities identified in the present analysis, gastrointestinal diseases were the commonest, followed by surgical conditions, renal diseases and cancers, and CDT positivity was found in 17-21% of them. Antibiotics like nitroimidazole, penicillin, fluoroquinolones, glycopeptides, carbapenems and drugs like proton pump inhibitors, immunosuppressives and chemotherapeutics were found to be associated with CDT positivity in the present study. Thus, it is important to identify patients who are at high risk for severe CDI early in the course of their infection thereby decreasing the responsibility of the clinicians and improving the patient condition.
Prevalence of inducible clindamycin resistance among Staphylococcal isolates in a tertiary care hospital in North India
Dear Editor, This is regarding one article by Aleksandra AD, Misic MS, Violeta NM, Dragana IT, Zoran BM, Dejan VS, Milanko SD, Dejan BD 'Prevalence of inducible clindamycin resistance among community-associated Staphylococcal isolates in central Serbia' 2014;32:49-52 [1] published in the Indian Journal of Medical Microbiology. In this article, the authors prospectively analyzed 482 community-associated Staphylococcal isolates, of which 395 were Staphylococcus aureus and 87 were coagulase-negative Staphylococcus species. They performed their susceptibility testing by standard disk diffusion method according to CLSI standards. [2] All erythromycin-resistant clindamycin susceptible isolates were further tested for inducible clindamycin resistance with D test. [3] immunisation programme was not available. Measles serological results showed out of eight adults two were positive for measles IgM antibodies tested by MAC-ELISA. Urine samples were taken for detecting the measles virus by RT-PCR. [1, 2] Two urine cases were positive for measles-specific RT-PCR and sequencing results. Measles sequencing results of two urine measles-positive samples sequence identity revealed that the "D8 genotype" matching with the Measles virus genotype D8 strain (Genbank acc. KF015992).
According to case data, the age-group affected with this outbreak was 17-27 years. Five were males and the rest three were females. There was no history of travel outside the city or villages in the preceding month by all the affected adults. A report of measles among health care researchers has been documented in the Based on the initial report of first case with fever, cough, coryza, conjuctivitis and rash meeting the clinical description of suspected measles from the SJMCBHB. Urine and blood samples were collected from all the cases. A total 16 samples of eight cases were taken for diagnosis of measles virus. Since the cases were adults, the recorded
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their study, findings were that out of 395 S. aureus isolates, 129 (32.66%) were resistant to erythromycin, of which 24% (n = 31) showed MS B phenotype, 50% (n = 64) iMLS B resistance phenotype and 26% (n = 34) showed cMLS B resistance phenotype. We also did a similar study in a tertiary care hospital in North India where we analyzed 750 S. aureus isolates from different clinical samples received in the microbiology laboratory over a period of 6 months. With similar material and methods, phenotypic detection of MS B phenotype, iMLS B resistance phenotype and cMLS B resistance phenotype was performed. Our results showed some differences in the prevalence of these phenotypes in our isolates from the above mentioned study. Out of 750 S. aureus isolates, 441 (58.8%) were resistant to erythromycin, of which 20.13% (n = 151) showed MS B phenotype, 20.27% (n = 152) iMLS B resistance phenotype and 18.40% (n = 138) showed cMLS B resistance phenotype. The prevalence of MS B phenotype and cMLS B resistance phenotype in both the studies are nearly same; however, there is a marked difference between the prevalence of iMLS B resistance phenotype in the two studies. This difference may be due to the different geography and varying epidemiological factors or may be due the origin of isolates, which were solely community associated in their study as compared to our study, which might be of hospital or community origin. Hence, periodic surveillance is necessary for determination of the prevailing phenotypes in different geographical regions to direct the antibiotic guidelines accordingly.
